Abstract
INTRODUCTION

35
Glycosylation of sterols with a hydroxyl group at the C-3 position is a common biotransformation Enzymes database (www.cazy.org/) [1] ; a database that classifies enzymes which degrade, modify, or 40 create glycosidic bonds into distinct protein sequence homology-based families, and also described on Streptomyces peucetius derived O-methyltransferase (SpOMT2884) (Fig. 1 ). This OMT was previously 50 characterized by our group and was found to transfer methyl group to the flavonoids [6] . Here we used 51 this gene and its product to check if it was possible to methylate cholesterol as the derivatization by 52 methylation was found to increase the activity and stability of the compounds in our previous report [6] .
53
SpOMT2884 was chosen for further studies because it was well expressed in E. coli. 
MATERIALS AND METHODS
57
Genome, Sequence alignment and phylogenetic analysis 58 Streptomyces avermitilis MA-4680 is a Gram-positive bacteria growing in soil, marshes, and coastal 59 marine habitats with filamentous mycelium-like eukaryotic fungi [14] . the EcoRI/HindIII sites of E.coli expression vector pET-28a(+) to generate pET-28a-SAV7185. hence we underwent to utilize the in vivo method for the conversion of our target substrate cholesterol.
150
The expression of the SGT gene could be addressed in future by protein engineering, codon optimization, indicating the functionality of the cloned genes in Streptomyces (Fig. 3A and 3B ). As seen in fig 3(A) , 
